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The underlying architecture of FROGS 
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The underlying architecture of FROGS 
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Galaxy wrappers
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Conda vs Galaxy versions
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FROGS 4
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FROGS 5
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Conda vs Galaxy versions
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FROGS 5
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Continuous changes
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Within Our Control 

- Evolutions
- Bugs

Beyond Our Control

- Conda and Galaxy requirements
- Galaxy administration
- Licence changes
- Deprecated functions
- External tools availability
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FROGS 5 Workstreams
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1. Improve the Galaxy user experience

2. New HTML reports

3. Reorganization and evolution of the old “preprocess” tool

4. Improve management of long reads
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1. Improve the Galaxy user experience
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FROGS-core
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FROGS-stat
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FROGS-func
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2. Remove Highcharts library on all our reports
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Theme switch
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3. Reorganization and evolution of the old 
preprocess tool
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❏ Now called “reads 
processing”

❏ Clustering and 
cluster_stats included
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3. Reorganization and evolution of the old 
preprocess tool

19

❏ Splitted by reads category in Galaxy
❏ 1.a Reads processing of short reads
❏ 1.b Reads processing of long reads
❏ 1.c Reads processing of 454 reads
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DADA2 as an alternative to Swarm
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Pros

- Able to distinguish ASVs with 1 
difference

- Useful for longitudinal studies 
(merge based on ASV sequence)

Cons

- Needs a minimal amount of reads 
(diversity of qualities)

- Technical biases considered as 
biological variations

- No error model available for all 
sequencing technologies

Our tests on several datasets show similar results at Genus level



Illustration
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metabarcoding taxonomic markers to describe fungal communities in fermented foods, Peer Community Journal, 3: e97



Why not DADA2 only?

❏ The combination of DADA2 and FROGS shows better 
results, especially for retrieving exact sequences [5]

❏ FROGS and DADA2+FROGS are best at finding exact 
expected sequences (D)

❏ DADA2+FROGS offers efficient tools for merging 
pairs (vsearch, pear), remove chimera (vsearch and 
FROGS sample cross-validation)

❏ Similar results between DADA2+FROGS and FROGS 
for most datasets

❏ We offer FROGS users the opportunity to choose 
and/or compare the approach they prefer

22Maria Bernard, Olivier Rué, Mahendra Mariadassou and Géraldine Pascal; FROGS: a powerful tool to analyse the diversity of fungi with special management of internal 
transcribed spacers, Briefings in Bioinformatics 2021, 10.1093/bib/bbab318



DADA2 as an alternative to Swarm
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❏ Works well for:
❏ Illumina
❏ AVITI
❏ PacBio

❏ Not really suitable for:
❏ 454 and IonTorrent (not implemented yet)
❏ Oxford Nanopore Technology
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4. Improve management of long reads
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❏ Reads processing
❏ add PacBio error function for DADA2

❏ Remove chimera
❏ “chimera_denovo” vsearch algorithm

❏ Taxonomic affiliation - Blast metrics
❏ Add subject length / coverage
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Tutorials to guide users through the change 

❏ Command line and Galaxy
❏ Best practices / Standard Operational Procedure
❏ and…
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New FROGS website 
https://frogs.inrae.fr/
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https://frogs.inrae.fr/


Thank you for your attention
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