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Context

o FROGS offers access to >120 databanks for taxonomic affiliation

O Generic or specialized
3 Several versions (SILVA v. 128, 132, 138, 138.1 ...)

Growth in the number of databanks
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Figure 1 : Evolution of the number of databanks available
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éﬁg in FROGS through years (end to June 2025)




One main question

Which databank is the most relevant for my data?




Methodology @ U

- Web-based interactive platform using Quarto Dashboards to help
users explore and understand the content of each databank

- Hosted on Forge INRAE, the site is backed by a CI/CD deployment
pipeline, ensuring that dashboards are automatically updated and
published as soon as a new databank becomes available. This
approach guarantees reproducibility, traceability, and continuous
access to the latest data.




6 different questions

1. What is the taxonomic composition of my databank at each rank?




6 use cases

1. What is the taxonomic composition of my databank at each rank?
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6 use cases

2. What is the distribution of sequence lengths?




6 use cases

2. What is the distribution of sequence lengths?

Length distribution
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6 use cases

3. What proportion of taxa are unknown, uncertain, or ambiguous?




6 use cases

3. What proportion of taxa are unknown, uncertain, or ambiguous?
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6 use cases

4. How many species are associated with a genus of interest?
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6 use cases

4. How many species are associated with a genus of interest?

Taxonomies

Taxonomic information of each rank. Only unique taxonomies and their counts are displayed.
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6 use cases

5. Which taxa are shared or different between databanks or versions?




6 use cases

5. Which taxa are shared or different between databanks or versions?
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6 use cases

6. Which taxa are unique to a specific databank or version?




6 use cases e N B S AR

6. Which taxa are unique to a specific
databank or version?
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Access

https://leap.frogs.toulouse.inrae.fr/



https://leap.frogs.toulouse.inrae.fr/
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Perspectives

2 Enhanced exploration

- Enable searches across multiple or all databanks simultaneously

- Offer on-demand databank comparisons (currently pre-defined)

- Use sequence content to detect inconsistent taxonomic assignments
2 Interoperability & Integration

- Create links with the Affiliation Explorer application:
https://shiny.migale.inrae.fr/app_direct/affiliationexplorer/
2 Automation & Distribution

- Automate dashboard generation during databank formatting

- Distribute a generic, standalone version via a Conda package



Thank you for your attention
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